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Isolation, identification and growth characterization

of Microcystis aeruginosa in Chaohu Lake

WANG Ran, ZHU Chuanxue, YUE Junyang, LIU Yongsheng
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract: A pure strain of Microcystis aeruginosa was isolated from Chaohu Lake by using the dilution
lineation method. The effects of temperature, illumination time and pH value on the growth of M.
aeruginosa were investigated under general laboratory conditions. The results show that the optimum
growth conditions for M. aeruginosa derived from Chaohu Lake are as follows: pH value is 7. 0, illu-
minating at 30°C for 16 h. Meanwhile, antibiotic resistance studies indicate that most of the experi-
mental antibiotics, exclusive of tetracycline, can significantly inhibit the growth of M. aeruginosa.
Furthermore, the mcyB gene was cloned from M. aeruginosa by polymerase chain reaction (PCR)
technology, indicating the ability of this strain to produce microcystins in Chaohu Lake.
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